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PhD subject

Title: Control of the Tor pathway by organellar echoforms of cytosolic aminoacyl-tRNA synthetases

Description: about 200 word

The PhD candidate will be in charge of developing a research project aiming to characterize the molecular mechanisms allowing
vacuolar and mitochondrial isoforms of cytosolic aminoacyl-tRNA synthetases (aaRSs) to control the TORC1 complex in
Saccharomyces cerevisiae. Indeed, these aaRSs enzymes have extended their functional repertoire beyond their critical role in
protein synthesis and have been shown to participate in many signaling pathways. To date, only one aaRS has been reported to
regulate the TORC1 complex which is a central node adjusting protein synthesis to aa availability and has been linked to several
forms of cancers. The two hosting teams have jointly developed new tools allowing specific visualization and purification of
organellar isoforms of cytosolic aaRSs together with their interacting partners and have shown that new aaRSs are involved in the
control of the TOR signaling pathway in response to intracellular levels of aa. The PhD candidate will be in charge of establishing
the interactome of these organellar isoforms in different nutritional conditions and to elucidate the molecular mechanisms by which
they interact with TORC1 components and how they relay the nutritional sensing to the TOR kinase. A solid expertise in
biochemistry, molecular biology and yeast genetics will be essential to address these challenges.
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